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Technical Hexachlorocyclohexane and y-isomer (lindane) of HCH were the most intensively
produced and used pesticides. The use of these pesticides for the control of agricultural pests and
in health programme had benefited the world greatly in the past. However extensive and
indiscriminate use of HCH and unusual process of its production have resulted in the
contamination of our environment. HCH is produced by the chlorination of benzene in the
presence of UV. This leads to the formation of primarily five isomers y-HCH (10-12 %); a-HCH
(60-70%); B-HCH (5-12%); 6-HCH (6-10 %) and e-HCH (1-2 %). Among these isomers only vy-
HCH also called lindane has the insecticidal property. In several advanced countries y-HCH was
used after purification from the HCH mixture while in developing countries technical HCH was
used. The purification of y-HCH from the HCH mixture had left huge amounts (around 4-7
million tons) of mixture of HCH isomers (a-, B-, 8- and e-HCH) also called HCH muck by the
side of production units. This HCH muck has now been discovered from several locations
around the globe. HCH isomers in the muck especially B-HCH and 8-HCH are highly toxic,
persistent and carcinogenic. The decontamination of this HCH waste is a major challenge before
the scientific community. Several HCH degrading bacteria have been isolated and used by
various research groups with an aim to develop HCH bioremediation technology. We have been
working on this problem for the past several years. The basic work that has been carried out on
the genetics and physiology of HCH degradation, culturable and unculturable bacterial diversity

at the HCH dump site will be presented.
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